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How many programming languages do you know?

C
C++

Pascal

Java
Basic

Perl

Python
Ruby

Matlab
Mathematica
R

GO
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Understand C programming language in general
Learn how to write good code

Learn how to work together

You need: Practice, practice and practice...
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Introduction to C programming language

*Programming skills other than languages
* Debugging tools
« Using open source communities
» Keeping projects documented and manageable
e Source code managing
« Parallel computing
« Understanding the hardware
« Value your time

*Dudley JT, Butte AJ (2009) A Quick Guide for Developing Effective

Bioinformatics Programming Skills. PLoS Comput Biol 5(12): e1000589.
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« Course introduction ( Week 1)
» Code editor: Emacs
« Part I: Introduction to C programming language (Week 1 - 12)

Chapter 1: Overall Introduction (Week 1-4)
- C
— Unix/Linux
Chapter 2: Types, operators and expressions (Week 5)
Chapter 3: Control flow (Week 6)
Chapter 4: Functions and program structure (Week 7-8)
Chapter 5: Pointers and arrays (Week 9)
Chapter 6: Structures (Week 10)
Chapter 7: Input and Output (Week 11)

« Part Il: Skills others than programming languages (Week 12- 14)

11 Partlll: Reports from the battle field (student forum) (Week 15 —16)

Debugging tools (Week 12-13)
Keeping projects documented and manageable (Week 14)
Source code managing (Week 14)
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 Thursday 14:00-15:40
o EWNUIREATHE-302, AAE LI E

« Office hour
e TBD
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Course features :
this Is a practice course and
you need lots and lots of
practices
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#XFELL Prerequisites

® Mathematics (no)
® Computer Science ( no)
® Biology ( no)
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Text Book

The C Programming
_anguage, Second Edition
oy Brian W. Kernighan and
Dennis M. Ritchie. Prentice
Hall, Inc., 1988.

BRIAMN W KERMIGHAN
DENMIS M. RITCHIE

T kil TR




YHEZAAYE

SHANGHAI JIAO TONG UNIVERSITY R ef e r e n C e S

® Text Editors

® Emacs
@ tutorial: http://www.gnu.org/software/emacs/tour/

® Manual:
http://www.gnu.org/software/emacs/manual/emacs.pdf

® Debug Tools

® GDB
® Document: http://www.gnu.org/software/gdb/documentation/
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http://www.gnu.org/software/emacs/tour/
http://www.gnu.org/software/emacs/manual/emacs.pdf
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&) LFRiE Grading
® Homework 50%
® Projects 30%
® Design and implementation of a bioinformatics tool
® Presentation 20%
® Demo

No midterm exam! No final exam!
NOo exam!




YHEZAAYE

=z SHANGHAI JIAO TONG UNIVERSITY

Ve A, %

® (EllseiFalE, 1BRUAEMNE AR
® (iR 5 A DB S ISR
® itz

@ IZEE: LNRI%(F)
® HifbZEE. piEEE—% (A>B,B>C, C>D, DOF)

18



19

Course website

http://cgm.sjtu.edu.cn/index/pub/courses/
2019/plb/plb.php

If you have any question, send me an
email at: ccwei@sjtu.edu.cn

TA: ##Z rockywei@sjtu.edu.cn
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